
−29.32

−11.98

5.37

22.71
translational termination

G
S

Z
MLH1_normHNPCC
MLH1_adenomaHNPCC
MLH1_cancerHNPCC
other_normHNPCC
other_adenomaHNPCC
other_cancerHNPCC

RPS4Y1
RPS2

RPS23
RPS25
RPS3A

RPL23A
RPL10A

RPL3
RPL5
RPL4

RPS18
RPL7A
RPL26
RPS8
RPS6

RPL12
RPS3

RPS17
RPS4X

RPL8
RPL41

LOC101929876
RPS27
RPS29
RPL39
RPLP2
RPLP1
RPL35
RPS11
RPS16
RPS19
RPL18
RPL28
RPS12
RPLP0

RPL13A
RPL14
RPL29
RPS28

RPL36A
RPL32
RPL13
RPSA

RPL27A
RPL36
RPS21

−0.5 0.9∆ e



−4

−2

0

2

4

6

translational termination
G

S
Z

on
−
off

# features = 89

1

26



M
LH

1_
no

rm
H

N
P

C
C

M
LH

1_
ad

en
om

aH
N

P
C

C

M
LH

1_
ca

nc
er

H
N

P
C

C

ot
he

r_
no

rm
H

N
P

C
C

ot
he

r_
ad

en
om

aH
N

P
C

C

ot
he

r_
ca

nc
er

H
N

P
C

C

−6

−4

−2

0

2

4

6

translational termination
G

S
Z


